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“Applied Gene Ontology”
Gene Ontology (GO) is a well defined and structured vocabulary to describe 
gene products of all kind of organisms on three levels: the function of the gene 
product, the biological process the gene product is involved in, and its 
localization. In the last years the knowledge of GO increased drastically 
together with its use to analyse bioinformatic data. Nowadays there exist a 
large numbers of tools exploiting the GO knowledge to gain more information 
from bioinformatic and biological data able to provide a “biological picture” of 
the data set. 
This workshop will give you insight into the GO and some GO tools such as 
browsers, annotation and microarray tools. We include extensive hands-on 
sessions so that the users can test and better understand those tools .  

The course submission is free and limited to 25 participants.

Detailed information about the workshop programme will be available under 
‘Training’ on the EMBRACE site www.embracegrid.info.

Please send your application or questions to Serena Capodacqua  
(e-mail: serena.capodacqua@ba.itb.cnr.it, fon: +39 080 5929662)
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