
Supplementary Table 3: Contribution of the 13 validated miRNAs in the most representative networks (KEGG, GO, GSEA). In green the up-

regulated pathways, in orange those that resulted down-regulated (section of this Table is represented in Figure 4B). Of interest, miR-221-3p, miR-

320a, miR-652-3p and miR-942-5p seem to down-regulate the same networks.   

 

 

 

 

 


